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Yannoni, Yvonne 

<120> MK2 Interacting Proteins 

<130> 08702.00 97-00304 

<150> USSN 60/400,044 

<151> 2002-08-02 

<160> 6 

<170> Patentln version 3.1 

<210> 1 

<211> 3312 

<212> DNA 

<213> Homo sapiens 

<400> 1 



cccacgcgtc 


cgggggacgg 


ttgctgagcg 


ggcctgggac 


agcgggtcgc 


ggcacctccc 


60 


gcctgcgcgt 


gtctaatccg 


tctgtcgggt 


cccgaaagag 


ctaagccgag 


cctgcgccgg 


120 


acgggtgggc 


tggactgaga 


gaattctctg 


agctggtgac 


aggtgccaca 


ggcactgggg 


180 


atctcaccag 


aaaggaaccg 


acggagctag 


gggccagcga 


gatggcggac 


gaggccttag 


240 


ctgggctgga 


tgagggagcc 


cttcggaagc 


tgctggaggt 


cacagcagat 


ctggcagagc 


300 


qqcQQcacat 


ccgctcagcc 


atccgggaac 


tgcagcggca 


ggagctggag 


cqcqaqqaqq 

3 3 3 3 3 3 


360 


aggccctggc 


atccaagcgt 


ttccgtgccg 


agcggcagga 


caacaaggag 


aactggctgc 


420 


actctcagca 


gcgggaagct 


gagcagcggg 


ctgccctggc 


acggctggca 


gggcagctgg 


480 


agtccatgaa 


cgatgtggag 


gaattgactg 


cactgttgcg 


aagcgctggt 


gagtatgagg 


540 


agcgcaagct 


gatccgagct 
gaggttgtac 


gccatccgcc 


gtgtacgggc 


tcaggagatt 


gaggctgcca 


600 


ccttggctgg 


agcgggcgtc 


ccaacagtgg 


ctcaagagag 


gacagcaagg 


660 


ggctagcggc 


acacaggctg 


gaacagtgtg 


aggtgccaga 


gcgagaggaa 


caggaacagc 


720 


aggcagaggt 


ttcaaagcca 


acccccaccc 


ctgaaggcac 


cagccaggat 


gtgaccacag 


780 


tgacactcct 


gctgcgagcc 


ccacctggga 


gcacatccag 


ctcacctgcc 


tcacccagca 


840 


gttcacccac 


ccctgcctct 


cctgagcctc 


cattggagcc 


tgccgaggcc 


cagtgcctta 


900 


cagctgaggt 


tccaggcagc 


ccagagccac 


cccccagccc 


acccaagacc 


accagccctg 


960 


agcctcagga 


gtctccaacg 


ctccccagca 


ctgagggcca 


ggtggtcaac 


aagcttctgt 


1020 


ctggccccaa 


agagacccct 


gctgcccaga 


gccccaccag 


aggcccctct 


gacaccaaga 


1080 


gagcagacgt 


ggctggaccc 


cgaccctgcc 


aacgctccct 


gtcggtgctc 


agcccccgcc 


1140 


aaccagccca 


gaaccgagag 


tccacccccc 


ttgccagcgg accttcctca 


ttccagcggg 


1200 
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ctaoct ctcrt 


acpjpjcrat cert 


gt ccacaagt 


tcacatctga 


ttct cct at a 


Ofpf pre 1 3 piee 
yc eye l a y y c 


1260 


t ccacraat ocr 


cacaccccag 


gctgccct a a 


gt cccct gac 


ccccocaaaa 


ct ectcrpicree 


1320 


rctcrrtpar 

v-- v» \^ Vw» V— . CX v_» 


a \j \^ cj. v^* u. \— * 


cct erect cct 


eel" ppa pip* pt rr 
> — - 1^- v_ v_ a y y y 


pf* prt - r^r'T - r^t - 

CL-CCLCCLCL 


c*cicictci poppa 
cyyy ycccca 


X O O \J 


y y a LaLu i_ c 


e v_. y y i_ u. \_ 


ciy ti a y y « y 


aarna rr pt ^ prt 
aacyayyay l 


olPIP , P*eo1Pr^ , p* , ^™ , 
aycccayccc 


ol-/^rTpppanp 
CLyycccdyc 


J. *3 H \J 


ttCPioioiPictpr 


rrcccaacrao 


y c» y y y - a 


a pi ct e Pi e pj pt pt pi 

yy yyy ^-yyyy 


etteoetprp^t 

^— *— LyycLycL 


annppppt"t"P 
dyyccccL Ly 




a qqu a. y ay^ 


yyy y y y 


ni - ocrc?5r*cri"t" 

y ^.yycacy 


P"ol PT A PI PI 3 CiCC 

cayayy ayee 


t Pfprt 0 r~* 0 r^* p* pt 
Lyy l y cc ccy 


O t PT <"*• P* O PrH" PT PT 

c l y cc cy Lyy 




p*cpt t prrnoa p" 1 


l y e c y ay lug 


yyyyyy La 


trraana pr>ap 
Lyadyaccdc 


affpappaf 
a l Lcaccd LC 


or a or a 4~ o» a o or or 

ydydLcddyy 






/— -3 or or p^ o» 4- /^-» (-~> 

Ltayy c e L c c 


ciL.ayyL.cyyy 


LycLycLycc 


CdCdyyCddC 


o» ^ or o or or or o^ "™i or 

Cayaygycdy 


1 £P PI 




nrrnnpf pt p* pt pt 

yyyy cl --y c yy 


ycycccccya 


o« o> 4- apf parr 
CCC LdC LCdy 


o> ra o» o« -3 op +■ arrt" 
CdCcdy Ldy L 


or or or or or o» arra 

gggggcactga 


i T/n 


or o* ra o* o* o» — k o> 
ytaCCaLCdC 


/—i or 4— or 4" o» -j -a 0 • 

ccy cy LuddL. 


dy LLLLy y y d 


o» o> /™«4— or or o> 4- o» or 

cccLygcLcy 


or o* 4~ or or or o» — ^ or 4- 

y c ugggcag l 


gt cact catg 


loUU 


4"" /"» a o» o» or o» 4- 4- 

UCaCCayCtU 


parTppat - pt p* P'* 
CdgCLdLyLL 


CCCCCCdy La 


or o» o« or -a or or a or or 

ycuydyydgy 


O* 4~ oro» or o» — » 4- o« 

LLyCdyCdLC 


aaga eggaac 


J-O bU 


P* a PT 2 pt P^P"* a /™r 


anarrrr't" p* 4~ p -1 

aydyLLLLLL 


ycLycaycay 


4- ripa arrpftpp 
uyyddycyyc 


P*a. a^p PTPrrTPTr*»4- 

edd l y y y y c l 


or or o» ^a or ^ o» o» o» 

ydycdydccc 


i Q9n 


OT a /^T 4— /» "Ti ^ O* ^ 1 

gay l ^aaCaa 


anna rT'a pt a a 
dy LdL-Lay da 


yyycyydycc 


o» 4~ 01 4- or or o»or o» 

CLCLydycyc 


4" Or ^ rrrra oro»4- or 

Lgayyagcuy 


4— m ^5 oi 4- — i 4~ or 

dLCJdCLdLtCj 


j. y o u 


aggat gaagg 


^ rr4> rt4" 4^" or o» 

dytCLLyydC 


aagatgctgg 


atcagagcac 


ggactt tgaa 


gageggaage 


O Pi /I Pt 


+* P» a 4~ p r~» of or 

LLauccyggc 


LyLdL L L L.y L 


ydycLccydc 


a a or or or a or 
dddyyddydy 


a or ^5 or O 1 o or o* or or 

ay dec ay egg 


gacaaggagc 




gggadcgycy 


yLLyLayydy 


ycdcyyyycc 


yyccdyyyyd 


or or or or o» or f* or oro» 

ygygegegge 


a n pa o or o»o« *^ 

adCaCayCCa 


^IDU 


o • 4- or -a pt a p"* o* f— ' 

e Lydydccdc 


LdL.yciyyL.aL. 


dyecaycyyy 


pa Ppt" PT ^ \~ PT PT 

cdycLyd Lyy 


o< 4- o« 4- or oi or4~p^ 
CLCLyCLy LC 


"i or o> S3 P*« 4- or 4~ 4~ a 

c*gcdCLgLLa 


9 o 9 n 


/-» -3 =a pra p* 4- na 
CCddydCLyd 


yuyy l l cy l l- 


cacLCCda l y 


01 Lyycdcacy 


ydcyycccyc 


dCCdCCdCdy 




"t~PTPTaPi"r~P , PTaPT 

ty y ciy uvyay 


L L. L L- y l y a y y 


cycccyyayd 


4- nnpa pt"P ptpt 
d Ly y Lay Lyy 


o» -a or o a PPa t" PT 

cdycdccd l y 


-a 4- or o" ra a -j/ipa 
d Ly CdddCCd 




ana P" o» 4- 4- o« 4- o< 
ayaLCL l c it 


LULL L L, C L I — L. 


4- r ^^4-/^OI-i i T30T-i 

Lea l ccd d y a 


a/Ta+' or or Or 0< or 

d y d l y y y cd y 


p* a +* p» 4" t prra p^ 
Cd L C L L c y d C 


o* or o« pt a or or a /-» <^ 

cycydyydcc 




arrrrr^parri^r'p 
ayyL.cayL.L-c 


aLuyy LLyy l. 


ay ^ v. y y v — y y 


eye l cy ay d a 


dcyycayycc 


pa na a na arra 
yayaayddya 




^ ^ OT O Of O* 4*" f~w ^ 4"~ 

dayayuLyaL 


yaagyLyLdy 


dy LCLycccd 


-3 or a /"*» o» 4" ot 0 or o» 

dydccLcagc 


o< 4~ o»o» a or or o» or 

cLCCcdyycy 


o* or o* a or or o» o* ra 

cy OddyyCCd 


9 Pi 


4- OT 2 +- 4- Of —J /— f -a -j 

tydLLydydd 


yLLyyayaay 


yciyyycycyy 


ccyycdyccc 


4- or t~i r~> pt PT ^1 p»p^p» 

Lygcyydccc 


o» or p* or o» -a or o» o» or 

cycycdyccg 




4~ or o» a it rrt a 4~ o 1 

LyCdyL.ydtC. 


LaLLCtyL L L C 


rrnrtfrhprrpa 
yyyy l c c c c a 


aprrppaapan 
dcyccddcdy 


pa+- paanparf 
CdLCddyCdy 


a 4~* PT P* 4" or o» 4~ or or 

dLycLycLgg 




a r*»4~ fY/ri - f~r 4~ o»n 

actggtigtcg 


ay l l. a a y a c 1— 


cy v — \^ \_ i_ ci cy 


Z3 or O" oi or 4" p» of a 

d y c d c y l cy d 


c d L » c a y a a c 


T* 4* P" t~ p* o* 4~ o» a 
L LCLCCLCCd 


9*7 Of) 
i / uu 


nni" nna pt4~ it 3 
yLLyyay iya 


yyy y ycc 


tt ctcrt PICCC 


trnnfrnpapaa 
Lyy l y c d cd d 


o» 4- 4- ot4- 4- o- o- o« 4- 
C L LCL LCCCL 


PTaPTPTP'P~ , 4 _ +" c~> rr 

y dy y cc l Ley 


97 fiO 


actatgggca 


gcttagccct 


cagaaccgac 


gecagaaett 


cgaggtggcc 


ttctcatctg 


2820 


cggagaccca 


tgcggactgc 


ccgcagctcc 


tggatacaga 


ggacatggtg 


eggcttcgag 


2880 


agcctgactg 


gaagtgcgtg 


tacaegtaca 


tccaggaatt 


ctaccgctgt 


ctggtccaga 


2940 


aggggctggt 


aaaaaccaaa 


aagtcctaac 


ccctgctcgg 


ggccccacgg 


atgctggtgg 


3000 
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actgtgtgcc 


cctggtggag 


gtggacgaca 


tgatgatcat 


gggcaagaag 


cctgacccca 


3060 


agtgtgtctt 


cacctatgtg 


cagtcgctct 


acaaccacct 


gcgacgccac 


gaactgcgcc 


3120 


tgcgcggcaa 


gaatgtctag 


cctgcccgcc 


cgcatggcca 


gccagtggca 


agctgccgcc 


3180 


cccactctcc gggcaccgtc 


tcctgcctgt 


gcgtccgccc 


accgctgccc 


tgtctgttgc 


3240 


gacaccctcc 


cccccacata 


cacacgcagc 


gttttgataa 


attattggtt 


ttcaacgaaa 


3300 


aaaaaaaaaa 


aa 










3312 



<210> 2 

<211> 2555 

<212> DNA 

<213> Homo sapiens 

<400> 2 





y i_ y ^ — t * — y v_ , 


aacaartcrca 

y y y y ^- y v.. t* 


occptcaaac 


^ \m* \mf V** >^ V—» <W 


crccfccccaac 


60 






>— » 


ct cgcgcccc 


cgt cccggcc 


tcgcgccccg 


120 




y i— l y a \ — y * — v — 


accaacicccrt 


crccrcrt ccrcrat 


acaccacaac 

x^ M V— • ' X^-» 


acrcccccrcrac: 


180 




flnnri" crraa 

a y y ^ » y 


ggcgagagga 


ggcggcccgc 


cggccgggac 


cccgcgcgag 


240 




c c* a n cr cr o c t Cf 

ttayy yy v — i- y 


ccrtacrcrccccr 


ccccrcrccacrcr 


cccaaccacc 


tggacagaga 


300 


uayy y tayyy 


pat tattcat 


gcact gaccg 


acct cagca t 


ccccggcat g 


acct caggga 


360 


aroaaaactc 

CI. V— # y y Oku V- ^, \— * 


tgcct ccagc 


at cgccggca 


ctgcccccca 


cr a a t cr cr t a a q 


aataaaccac 


420 


caraaaccat 


t gtgaaaccc 


caaatcctga 


cgcatgttat 


caaaqqcrttt 


gtgatccagg 


480 


agggggcgga 


cgtttcccgg 


tgggacgctc 


gtctgctggt- 


ggggaatctc 


aagaagaagt 


540 


atgcacaggg 


gttcctgcct 


gagaaacttc 


cacagcagga 


tcacaccacc 


accactgact 


600 


cggagatgga 


ggagccctat 


ctgcaagaat 


ccaaagagga 


gggtgctccc 


ctcaaactca 


660 


agtgtgagct 


ctgtggccgg 


gtggactttg 


cctataagtt 


caagcgttcc 


aagcgcttct 


720 


gttccatggc 


ttgtgcaaag 


aggtacaacg 


tgggatgcac 


caaacgggtg 


ggacttttcc 


780 


actcagaccg 


gagcaagctg 


cagaaggcag 


gagctgcgac 


ccacaaccgc 


cgtcggccag 


840 


caaagccagt 


ctgccaccac 


ttaccaagga 


taccaagaag 


cagccaacag 


gcactgtgcc 


900 


cctttcggtt 


actgctgctt 


tgcgtaacac 


acagccagga 


agactccagc 


cgttgctcag 


960 


ataactcaag 


ctatgaggaa 


cccttgtcac 


ccatctcagc 


cagctcatct 


acttccgccg 


1020 


gcgacaaggc 


cagcgggacc 


tggagctccc 


cgacatgcat 


atgcgggacc 


tggtgggcat 


1080 


gggacaccac 


ttcctgccaa 


gtgagccacc 


aagtgaatgt 


agaagacgtc 


tacgaattca 


1140 


tccgctctct 


gccaggctgc 


caggagatag 


cagaggaatt 


ccgtgcccag 


gaaatcgacg 


1200 


ggcaagccct 


gctgctgctc 


aaggaggacc 


acctgatgag 


cgttatgaac 


atcaagctgg 


1260 



3 
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ggcccgccct 


gaagatctac 


gcccgcatca 


gcatgctcaa 


ggactcctag ggctggtggc 


1»320 


accaggattc 


tggcccaggg 


cgcctcctcc 


cgactgagca 


gagccagaca 


gacattcctg 


1380 


aggggcccag 


aaatggcggc 


gttggagggc 


aggggctctc 


cctaggggca 


tagctggtga 


1440 


ggaggtctgg 


gcacctcctc 


catggctctc 


aggggccttt 


catttctgtg 


ggaggggcag 


1500 


agaggtaggt 


ggcacagaag 


atggggcttt 


atgcttgtaa 


atattgatag 


cactggcttc 


1560 


ctccaaagtc 


ccaatactct 


agccccgctc 


tcttcccctc 


tttctgtccc 


ccattttcca 


1620 


gggggtatat 


ggtcagggct 


ccccaacctg 


agttggttac 


ttcaagggca 


gccagcaggc 


1680 


ctggatggag 


gcctagaaag 


cccttgcctt 


ccttcctccc 


acttctttct 


ccaggcctgg 


1740 


ttaactcttc 


cgttgtcagc 


ttctccccct 


tcagcctgtt 


tctgcagcag 


ccagggttct 


1800 


cccccctaca 


ccctctgcag 


gtggagagag 


agaagctggg 


cccagccgcg 


gtgcctgctg 


1860 


gccaagacgc 


cttaacgctg 


tgtgtatgac 


tgtgtgactg tgtgggagcc tggactgaca 


1920 


gataggccaa 


gggctactct 


ctggcatctc 


caggtgtttt 


gtagcaaaca 


gccacttagt 


1980 


gctttgtcct 


ggactccact 


cagcctcagg 


atggggaata 


gccaagaatg 


gcagcctcag 


2040 


cgcagaggca 


aggtcagaaa 


gagacggcgc 


ttcagagttt 


cctttccaga 


cacccctccc 


2100 


cgcactgtga 


agttcccctg 


accgccctcc 


tggttcacaa 


agagcattaa 


gaaagctgcg 


2160 


gtggtctgag 


caacatagcc 


cagacgtgga 


gcctcctggc 


ctgcctgccc 


gcccaccctg 


2220 


ggagtccagt 


ggtgaggctc 


agagaacttc 


taaggggaaa 


gaacagctgg 


agtttctgtt 


2280 


gatgtgaaga 


aggcagctct 


tggcctccca 


ctcccacact 


tctttgccta 


taaatcttcc 


2340 


tagcagcaat 


ttgagctacc 


tgaggaggag 


gcagggcaga 


agggcaaggg 


cctgcctctg 


2400 


acctgccgtg 


tcctttgcag 


gaaggaggta 


ggcacctttc 


tgagcttatt 


ctattcccca 


2460 


cccacacccc 


caggcagggt 


tggaaatgaa 


ggactttttt 


aacctttgtt 


ttgtttttta 


2520 


aaaataaatc 


tgtaaaatct 


gaaaaaaaaa 


aaaaa 






2555 



<210> 3 

<211> 3664 

<212> DNA 

<213> Homo sapiens 

<400> 3 



atggggcctg 


aaactgtctg 


ggtctgagct 


ggggagcgga 


agccacttgt 


ccctctccct 


60 


ccccaggact 


tctgtgactc 


ctgggccaca 


gaggtccaac 


cagggtaagg 


gcctggggat 


120 


accccctgcc 


tggccccctt 


gcccaaactg 


gcaggggggc 


caggctgggc 


agcagcccct 


180 


ctttcacctc 


aactatggat 


ctcctgcccc 


ccaagcccaa 


gtacaatcca 


ctccggaatg 


240 


agtctctgtc 


atcgctggag 


gaaggggctt 


ctgggtccac 


ccccccggag 


gagctgcctt 


300 



4 
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ccccatcagc 


ttcatccctg 


gggcccatcc 


tgcctcctct 


gcctggggac 


gatagtccca 


360 


ctaccctgtg 


ctccttcttc 


ccccggatga 


gcaacctgag 


gctggccaac 


ccggctgggg 


420 


ggcgcccagg 


gtctaagggg 


gagccaggaa 


gggcagctga 


tgatggggag 


gggatcgatg 


480 


gggcagccat 


gccagagtca 


ggccccctac 


ccctcctcca 


ggacatgaac 


aagctgagtg 


540 


gaggcggcgg 


gcgcaggact 


cgggtggaag 


ggggccagct 


tgggggcgag 


gagtggaccc 


600 


gccacgggag 


ctttgtcaat 


aagcccacgc 


ggggctggct 


gcatcccaac 


gacaaagtca 


660 


tgggacccgg 


ggtttcctac 


ttggttcggt 


acatgggttg 


tgtggaggtc 


ctccagtcaa 


720 


tgcgtgccct 


ggacttcaac 


acccggactc 


aggtcaccag 


ggaggccatc 


agtctggtgt 


780 


gtgaggctgt 


gccgggtgct 


aagggggcga 


caaggaggag 


aaagccctgt 


agccgcccgc 


840 


tcagctctat 


cctggggagg 


agtaacctga 


aatttgctgg 


aatgccaatc 


actctcaccg 


900 


tctccaccag 


cagcctcaac 


ctcatggccg 


cagactgcaa 


acagatcatc 


gccaaccacc 


960 


acatgcaatc 


tatctcattt 


gcatccggcg 


gggatccgga 


cacagccgag 


tatgtcgcct 


1020 


atgttgccaa 


agaccctgtg 


aatcagagag 


cctgccacat 


tctggagtgt 


cccgaagggc 


1080 


ttgcccagga 


tgtcatcagc 


accattggcc 


aggccttcga 


gttgcgcttc 


aaacaatacc 


1140 


tcaggaaccc 


acccaaactg 


gtcacccctc 


atgacaggat 


ggctggcttt 


gatggctcag 


1200 


catgggatga 


ggaggaggaa 


gagccacctg 


accatcagta 


ctataatgac 


ttcccgggga 


1260 


aggaaccccc 


cttggggggg 


gtggtagaca 


tgaggcttcg 


ggaaggagcc 


gctccagggg 


1320 


ctgctcgacc 


cactgcaccc 


aatgcccaga 


cccccagcca 


cttgggagct 


acattgcctg 


1380 


taggacagcc 


tgttggggga 


gatccagaag 


tccgcaaaca 


gatgccacct 


ccaccaccct 


1440 


gtccaggcag 


agagcttttt 


gatgatccct 


cctatgtcaa 


cgtccagaac 


ctagacaagg 


1500 


cccggcaagc 


agtgggtggt 


gctgggcccc 


ccaatcctgc 


tatcaatggc 


agtgcacccc 


1560 


gggacctgtt 


tgacatgaag 


cccttcgaag 


atgctcttcg 


ggtgcctcca 


cctccccagt 


1620 


cggtgtccat . 


ggctgagcag 


ctccgagggg 


agccctggtt 


ccatgggaag 


ctgagccggc 


1680 


gggaggctga 


ggcactgctg 


cagctcaatg 


gggacttctt 


ggtacgggag 


agcacgacca 


1740 


cacctggcca 


gtatgtgctc 


actggcttgc 


agagtgggca 


gcctaagcat 


ttgctactgg 


1800 


tggaccctga 


gggtgtggtt 


cggactaagg 


atcaccgctt 


tgaaagtgtc 


agtcacctta 


1860 


tcagctacca 


catggacaat 


cacttgccca 


tcatctctgc 


gggcagcgaa 


ctgtgtctacf 


1920 


agcaacctgt 


ggagcggaaa 


ctgtgatctg 


ccctagcgct 


ctcttccaga 


agatgccctc 


1980 


caatcctttc 


caccctattc 


cctaactctc 


gggacctcgt 


ttgggagtgt 


tctgtgggct 


2040 


tggccttgtg 


tcagagctgg 


gagtagcatg 


gactctgggt 


ttcatatcca 


gctgagtgag 


2100 


agggtttgag 
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Met Ala Asp Glu Ala Leu Ala Gly Leu Asp Glu Gly Ala Leu Arg Lys 
15 10 15 

Leu Leu Glu Val Thr Ala Asp Leu Ala Glu Arg Arg Arg lie Arg Ser 
20 25 30 

Ala lie Arg Glu Leu Gin Arg Gin Glu Leu Glu Arg Glu Glu Glu Ala 
35 40 45 

Leu Ala Ser Lys Arg Phe Arg Ala Glu Arg Gin Asp Asn Lys Glu Asn 
50 55 60 



Trp Leu His Ser Gin Gin Arg Glu Ala Glu Gin Arg Ala Ala Leu Ala 
65 70 75 80 



Arg Leu Ala Gly Gin Leu Glu Ser Met Asn Asp Val Glu Glu Leu Thr 
85 90 95 



Ala Leu Leu Arg Ser Ala Gly Glu Tyr Glu Glu Arg Lys Leu lie Arg 
100 105 110 



Ala Ala lie Arg Arg Val Arg Ala Gin Glu lie Glu Ala Ala Thr Leu 
115 120 125 



Ala Gly Arg Leu Tyr Ser Gly Arg Pro Asn Ser Gly Ser Arg Glu Asp 
130 " 135 140 



Ser Lys Gly Leu Ala Ala His Arg Leu Glu Gin Cys Glu Val Pro Glu 
145 "* 150 155 160 



Arg Glu Glu Gin Glu Gin Gin Ala Glu Val Ser Lys Pro Thr Pro Thr 
165 170 175 



Pro Glu Gly Thr Ser Gin Asp Val Thr Thr Val Thr Leu Leu Leu Arg 
180 185 190 



Ala Pro Pro Gly Ser Thr Ser Ser Ser Pro Ala Ser Pro Ser Ser Ser 
195 200 205 



Pro Thr Pro Ala Ser Pro Glu Pro Pro Leu Glu Pro Ala Glu Ala Gin 
210 215 220 



Cys Leu Thr Ala Glu Val Pro Gly Ser Pro Glu Pro Pro Pro Ser Pro 
225 230 235 240 



Pro Lys Thr Thr Ser Pro Glu Pro Gin Glu Ser Pro Thr Leu Pro Ser 
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245 250 255 

Thr Glu Gly Gin Val Val Asn Lys Leu Leu Ser Gly Pro Lys Glu Thr 
260 265 270 

Pro Ala Ala Gin Ser Pro Thr Arg Gly Pro Ser Asp Thr Lys Arg Ala 

275 280 285 



Asp Val Ala Gly Pro Arg Pro Cys Gin Arg Ser Leu Ser Val Leu Ser 
290 295 300 



Pro Arg Gin Pro Ala Gin Asn Arg Glu Ser Thr Pro Leu Ala Ser Gly 
305 ~ 310 " 315 320 



Pro Ser Ser Phe Gin Arg Ala Gly Ser Val Arg Asp Arg Val His Lys 
325 330 335 



Phe Thr Ser Asp Ser Pro Met Ala Ala Arg Leu Gin Asp Gly Thr Pro 
340 345 350 



Gin Ala Ala Leu Ser Pro Leu Thr Pro Ala Arg Leu Leu Gly Pro Ser 
355 360 365 



Leu Thr. Ser Thr Thr Pro Ala Ser Ser Ser Ser Gly Ser Ser Ser Arg 
370 375 380 



Gly Pro Ser Asp Thr Ser Ser Arg Phe Ser Lys Glu Gin Arg Gly Val 
385 390 395 400 



Ala Gin Pro Leu Ala Gin Leu Arg Ser Cys Pro Gin Glu Glu Gly Pro 
405 410 415 



Arg Gly Arg Gly Leu Ala Ala Arg Pro Leu Glu Asn Arg Ala Gly Gly 
4 20 4 25 4 30 



Pro Val Ala Arg Ser Glu Glu Pro Gly Ala Pro Leu Pro Val Ala Val 
435 440 445 



Gly Thr Ala Glu Pro Gly Gly Ser Met Lys Thr Thr Phe Thr lie Glu 
450 455 460 



lie Lys Asp Gly Arg Gly Gin Ala Ser Thr Gly Arg Val Leu Leu Pro 
465 470 475 480 



Thr Gly Asn Gin Arg Ala Glu Leu Thr Leu Gly Leu Arg Ala Pro Pro 
485 490 495 
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Thr Leu Leu Ser Thr Ser Ser Gly Gly Lys Ser Thr lie Thr Arg Val 
500 505 510 



Asn Ser Pro Gly Thr Leu Ala Arg Leu Gly Ser Val Thr His Val Thr 
515 520 525 



Ser Phe Ser His Ala Pro Pro Ser Ser Arg Gly Gly Cys Ser lie Lys 
530 535 ~ 540 



Met Glu Pro Glu Pro Ala Glu Pro Leu Ala Ala Ala Val Glu Ala Ala 
545 550 555 560 



Asn Gly Ala Glu Gin Thr Arg Val Asn Lys Ala Pro Glu Gly Arg Ser 
. 565 570 575 



Pro Leu Ser Ala Glu Glu Leu Met Thr lie Glu Asp Glu Gly Val Leu 
580 585 590 



Asp Lys Met Leu Asp Gin Ser Thr Asp Phe Glu Glu Arg Lys Leu lie 
595 600 605 



Arg Ala Ala Leu Arg Glu Leu Arg Gin Arg Lys Arg Asp Gin Arg Asp 
610 615 620 



Lys Glu Arg Glu Arg Arg Leu Gin Glu Ala Arg Gly Arg Pro Gly Glu 
625 630 635 640 



Gly Arg Gly Asn Thr Ala Thr Glu Thr Thr Thr Arg His Ser Gin Arg 
645 650 655 



Ala Ala Asp Gly Ser Ala Val Ser Thr Val Thr Lys Thr Glu Arg Leu 
660 665 670 



Val His Ser Asn Asp Gly Thr Arg Thr Ala Arg Thr Thr Thr Val Glu 
675 680 685 



Ser Ser Phe Val Arg Arg Ser Glu Asn Gly Ser Gly Ser Thr Met Met 
690 695 700 



Gin Thr Lys Thr Phe Ser Ser Ser Ser Ser Ser Lys Lys Met Gly Ser 
705 710 715 " 720 



lie Phe Asp Arg Glu Asp Gin Ala Ser Pro Arg Ala Gly Ser Leu Ala 
725 730 735 
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Ala Leu Glu Lys Arg Gin Ala Glu Lys Lys Lys Glu Leu Met Lys Ala 
740 745 750 

Gin Ser Leu Pro Lys Thr Ser Ala Ser Gin Ala Arg Lys Ala Met lie 
755 760 765 

Glu Lys Leu Glu Lys Glu Gly Ala Ala Gly Ser Pro Gly Gly Pro Arg 
770 775 780 

Ala Ala Val Gin Arg Ser Thr Ser Phe Gly Val Pro Asn Ala Asn Ser 
785 790 795 800 

lie Lys Gin Met Leu Leu Asp Trp Cys Arg Ala Lys Thr Arg Gly Tyr 
805 810 815 

Glu His Val Asp lie Gin Asn Phe Ser Ser Ser Trp Ser Asp Gly Met 

820 ...... - 825 830 

Ala Phe Cys Ala Leu Val His Asn Phe Phe Pro Glu Ala Phe Asp Tyr 
835 840 845 

Gly Gin Leu Ser Pro Gin Asn Arg Arg Gin Asn Phe Glu Val Ala Phe 
850 855 860 

Ser Ser Ala Glu Thr His Ala Asp Cys Pro Gin Leu Leu Asp Thr Glu 
865 870 875 880 

Asp Met Val Arg Leu Arg Glu Pro Asp Trp Lys Cys Val Tyr Thr Tyr 
885 890 895 

lie Gin Glu Phe Tyr Arg Cys Leu Val Gin Lys Gly Leu Val Lys Thr 
900 905 910 

Lys Lys Ser 
915 

<210> 5 

<2ll> 433 

<212> PRT 

<213> Homo sapiens 

<4 00> 5 

Met Cys Leu Arg Gly Gly Cys Ser Pro Arg Ala Pro Ala Ala Ala Pro 
1 5 10 15 

Gin Pro Arg Pro Pro Pro Ala Leu Pro Pro Arg Pro Arg Ala Pro Val 
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20 



25 30 



Pro Ala Ser Arg Pro Gly Arg Pro Leu Leu Thr Pro Ala Arg Pro Cys 
35 40 45 

Gly Arg Met Arg Arg Gly Ser Pro Gly Pro Arg Leu Gly Gly Ser Arg 
50 55 . 60 

Gly Glu Arg Arg Arg Pro Ala Gly Arg Asp Pro Ala Arg Val Gly Pro 
65 70 75 80 

Glv Gin Gly Leu Arg Arg Pro Ala Arg Pro Gly Pro Ala Ala Trp Thr 
85 90 95 

Glu Thr Gly Gin Gly He Val His Ala Leu Thr Asp Leu Ser He Pro 
100 105 HO 

Glv Met Thr Ser Gly Asn Gly Asn Ser Ala Ser Ser He Ala Gly Thr 
115 120 125 

Ala Pro Gin Asn Gly Glu Asn Lys Pro Pro Gin Ala He Val Lys Pro 
130 135 140 

Gin He Leu Thr His Val He Glu Gly Phe Val He Gin Glu Gly Ala 
145 150 155 160 

Asp Val Ser Arg Trp Asp Ala Arg Leu Leu Val Gly Asn Leu Lys Lys 
165 170 175 

Lvs Tvr Ala Gin Gly Phe Leu Pro Glu Lys Leu Pro Gin Gin Asp His 
180 185 190 

Thr Thr Thr Thr Asp Ser Glu Met Glu Glu Pro Tyr Leu Gin Glu Ser 
195 200 205 

Lvs Glu Glu Gly Ala Pro Leu Lys Leu Lys Cys Glu Leu Cys Gly Arg 
210 " 215 220 

Val Asp Phe Ala Tyr Lys Phe Lys Arg Ser Lys Arg Phe Cys Ser Met 
225 230 235 240 

Ala Cys Ala Lys Arg Tyr Asn Val Gly Cys Thr Lys Arg Val Gly Leu 
245 250 255 

Phe His Ser Asp Arg Ser Lys Leu Gin Lys Ala Gly Ala Ala Thr His 
260 265 270 
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Asn Arg Arg Arg Pro Ala Lys Pro Val Cys His His Leu Pro Arg lie 
275 280 285 



Pro Arg Ser Ser Gin Gin Ala Leu Cys Pro Phe Arg Leu Leu Leu Leu 
290 295 300 



Cys Val Thr His Ser Gin Glu Asp Ser Ser Arg Cys Ser Asp Asn Ser 
305 310 . 315 320 



Ser Tyr Glu Glu Pro Leu Ser Pro lie Ser Ala Ser Ser Ser Thr Ser 
325 330 335 



Ala Gly Asp Lys Ala Ser Gly Thr Trp Ser Ser Pro Thr Cys lie Cys 
340 345 350 



Gly Thr Trp Trp Ala Trp Asp Thr Thr Ser Cys Gin Val Ser His Gin 
355 360 365 



Val Asn Val Glu Asp Val Tyr Glu Phe lie Arg Ser Leu Pro Gly Cys 
370 375 380 



Gin Glu He Ala Glu Glu Phe Arg Ala Gin Glu He Asp Gly Gin Ala 
385 390 395 400 



Leu Leu Leu Leu Lys Glu Asp His Leu Met Ser Val Met Asn He Lys 
405 410 415 . 



Leu Gly Pro Ala Leu Lys He Tyr Ala Arg He Ser Met Leu Lys Asp 
4 20 4 25 4 30 



Ser 



<210> 6 

<211> 578 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Asp Leu Leu Pro Pro Lys Pro Lys Tyr Asn Pro Leu Arg Asn Glu 
1 5 10 15 



Ser Leu Ser Ser Leu Glu Glu Gly Ala Ser Gly Ser Thr Pro Pro Glu 
20 25 30 
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Glu Leu Pro Ser Pro Ser Ala Ser Ser Leu Gly Pro lie Leu Pro Pro 
35 40 45 

Leu Pro Gly Asp Asp Ser Pro Leu Pro Cys Val Pro Ser Phe Pro Arg 
50 ' 55 60 

Met Ser Asn Leu Lys Leu Ala Asn Pro Ala Gly Gly Pro Trp Gly Leu 
' 65 70 75 80 

Lvs Gly Ser Gin Glu Arg Leu Leu Lys Met Gly Lys Gly Val Gin Gly 
85 ~ 90 95 

Gin Pro Phe Gly Leu Arg Pro Leu Ala Pro Pro Pro Asp Met Asn Lys 
100 105 110 

Leu Ser Gly Gly Gly Gly Arg Arg Thr Arg Val Glu Gly Gly Gin Leu 
115 120 125 

Gly Gly Glu Glu Trp Thr Arg His Gly Ser Phe Val Asn Lys Pro Thr 
130 135 140 

Arg Gly Trp Leu His Pro Asn Asp Lys Val Met Gly Pro Gly Val Ser 
145 150 155 160 

Tvr Leu Val Arg Tyr Met Gly Cys Val Glu Val Leu Gin Ser Met Arg 
165 170 175 

Ala Leu Asp Phe Asn Thr Arg Thr Gin Val Thr Arg Glu Ala He Ser 
180 185 190 

Leu Val Cys Glu Ala Val Pro Gly Ala Lys Gly Ala Thr Arg Arg Arg 
195 200 205 

Lvs Pro Cys Ser Arg Pro Leu Ser Ser He Leu Gly Arg Ser Asn Leu 
210 215 220 

Lvs Phe Ala Gly Met Pro He Thr Leu Thr Val Ser Thr Ser Ser Leu 
225 ~ 230 235 240 

Asn Leu Met Ala Ala Asp Cys Lys Gin He He Ala Asn His His Met 
245 250 255 

Gin Ser He Ser Phe Ala Ser Gly Gly Asp Pro Asp Thr Ala Glu Tyr 
2 60 265 270 

Val Ala Tyr Val Ala Lys Asp Pro Val Asn Gin Arg Ala Cys His He 
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275 280 285 

Leu Glu Cys Pro Glu Gly Leu Ala Gin Asp Val lie Ser Thr lie Gly 
290 295 300 

Gin Ala Phe Glu Leu Arg Phe Lys Gin Tyr Leu Arg Asn Pro Pro Lys 
305 310 315 320 

Leu Val Thr Pro His Asp Arg Met Ala Gly Phe Asp Gly Ser Ala Trp 
325 330 335 

Asp Glu Glu Glu Glu Glu Pro Pro Asp His Gin Tyr Tyr Asn Asp Phe 
340 345 350 

Pro Gly Lys Glu Pro Pro Leu Gly Gly Val Val Asp Met Arg Leu Arg 
355 360 365 

Glu Gly Ala Ala Arg Pro Thr Leu Pro Ser Ala Gin Met Ser Ser His 
370 375 380 

Leu Gly Ala Thr Leu Pro lie Gly Gin His Ala Ala Gly Asp His Glu 
385 " 390 395 400 

Val Arg Lys Gin Met Leu Pro Pro Pro Pro Cys Pro Gly Arg Glu Leu 
405 410 415 

Phe Asp Asp Pro Ser Tyr Val Asn lie Gin Asn Leu Asp Lys Ala Arg 
420 425 430 

Gin Ala Gly Gly Gly Ala Gly Pro Pro Asn Pro Ser Leu Asn Gly Ser 
435 "* 440 445 

Ala Pro Arg Asp Leu Phe Asp Met Lys Pro Phe Glu Asp Ala Leu Arg 
4 50 4 55 4 60 

Val Pro Pro Pro Pro Gin Ser Met Ser Met Ala Glu Gin Leu Gin Gly 
465 470 475 480 

Glu Pro Trp Phe His Gly Lys Leu Ser Arg Arg Glu Ala Glu Ala Leu 
485 490 495 

Leu Gin Leu Asn Gly Asp Phe Leu Val Arg Glu Ser Thr Thr Thr Pro 
500 505 510 

Gly Gin Tyr Val Leu Thr Gly Leu Gin Ser Gly Gin Pro Lys His Leu 
515 520 525 
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Leu Leu Val Asp Pro Glu Gly Val Val Arg Thr Lys Asp His Arg Phe 
530 535 ~ 540 



Glu Ser Val Ser His Leu lie Ser Tyr His Met Asp Asn His Leu Pro 
545 550 555 ' 560 

i 

He He Ser Ala Gly Ser Glu Leu Cys Leu Gin Gin Pro Val Asp Arg 
565 570 575 



Lys Val 
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